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C88.0* / 935 aa] 

1 * MQNSAMKPWLOSSWLAGANQSYIEQLYEOFUTDPOSVDAVYVRSMFQQLPGTCVKPEQFHS 

1" MQNSALKAWLOSSYLSCANQSWIEQLYEOFLTOPOSVOANVmSTFQQLPCTGVKPOQFHS 

61 " ATREYFRRLAKOASRYTSSVTOPATNSKQVKVIQLINAFRFRGHQEANLOPLGLWKQDRV 

61" QTREYFRRLAKDASRYSSTISDPOTNVKQVKVLQLINAYRFRGHQHANLDPLGLWQQOKV 

121 ' AOLOPAFHDLTDAOFQESFNVGSFAIGKETMKLADLFDALKQTYCGSIGAEYMHINNTEE 

121" AOLOPSFHOLTEAOFQETFKVGSFASGKETMKLGELLEALKQTYCGPIGAEYMH IT ST EE 

181 • KRWIQQRIESGASQTSFSGEEKKGFLKELTAAEGLEKYLGAKFPGAKRFSLEGGOALVPM 
*********** * *••* ** * + 

181" KRWIQQRIESG— RATFNSEEKKRFLSELTAAEGLERYLGAKFPGAKRFSLEGGOALIPM 
241 • LREMIRHAGKSGTREWLGMAHRGRLNVLINVLGKKPQOLFOEFSGKHKEHLGT GDVKYH 
239" LKEMIRHAGNSC^^REVVLGMAHRGRL^fVLVNVLGKKPQOL FOE FAGKHKEHLGT GDVKYH 
301' MGFSSOIETEGGLVHLALAFNPSHLEIVSPWMGSVRARLORLAEPVSNKVLPITIHGDA 
299" MGFSSDFQTDGGLVHLALAFNPSHLEIVSPWIGSVRARLORLOEPSSNKVLPITIHGOA 
361 ' AVIGQGWQETLNMSQARGYEVGGTVRIVINNQVGFTTSNPKDARSTPYCTOIGKMVLAP 
359- AVTGQGWQETLNMSKARGYEVGGTVRIVINNQVGFTTSMPLOARSTPYCTDIGKMVQAP 
421 1 IFHVNAOOPEAVAFVTRLALOYRNTFKROVFIDLVCYRRHGHNEAOEPSATQPLMYQKIK 
419" IFHVNADOPEAVAFVTRLALDFRNTFKROVFIDLVSYRRHGHNEAOEPSATQPLMYQKIK 
481 • KHPTPRKIYAORLEGEGVASQEOATEMVNLYROALOAGECWPEWRPMSLHSFTWSPYLN 
479" KHPTPRKIYADKLEQEKVATLEOATEMVNLYRDALOAGDCWAEWRPMNMHSFTWSPYLN 
541 ' HEWOEPYPAQVOMKRLKELALRISQVPEQIEVQSRVAKIYNDRKLMAEGEKAFOWGGAEN 
539" HEWOEEYPNKVEMKRLQELAKRISTVPEAV EMQSRVAKIYGDRQAMAAGEKLFOWGGAEN 
601 * LAYATLVDEGIPVRLSGEDSGRCTFFHRHAWHNQANGSTYTPLHHIHNSQGEFKVWDSV 
599" LAYATLVDEGIPVRLSGEDSGRGTFFHRHAVXHNQSNGSTYTPLQHIHNGQGAFRVWOSV 
661 • ISEEAVLAFEYGYATAEPRVLTIWEAQFGOFANGAQWIDQFISSGEQKWGRMCGLVMLL 
659" LSEEAVLAFEYGYATAEPRTLTIWEAQFGOFANGAQWIOQFISSGEQKWGRMCGLVMLL 
721 • PHGYEGQCPEHSSARLERYLQLCAEQNMQVCVPSTPAQVYHMLRRQAIRGMRRPLWMSP 
719" PHGYEGQGPEHSSARLERYLQLCAEQNMQVCVPSTPAQVYHMLRRQALRGMRRPLWMSP 
781 * KSLLRHPLAI SSLOELANGSFQPAIGEIDDLDPQGVKRWLCSGKVYYDLLEQRRKOEKT 
779" KSLLRHPLAVSSIEELANGTFL PAIGE IOELOPKGVKRWMCSGKVYYDLLEQRRKNNQH 
841 ' OVAIVRIEQLYPFPHQAVQEALKAYSHVQOFVWCQEEPLNQGAWYCSQHHFROVVPFGAT 
839" DVAlVRIEQLYPFPHKAMQEVLQQFAHVKDFVWCQEEPLNQGAVYYCSQHHFREvipFGAS 
901 * LRYAGRPASASPAVGYMSVHQQQQQOLVNOALNVN 
899"* LRYACRPASASPAVGYMSVHQKQQQOLVNOALNVE 
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CSS. 2* / 407 aa] 

1 ' MSSVOILVPOLPESVAOATVATTfHKKPCOAVSROEVIVeiETOKVVLEVPASAOCVLEAV 
I" MSSV0ILVPOLPESVA0ATVATWHKKPCOAWR0EVLVEIET0KWLEVPASAOCILOAV 
61 * LEOEGATVTSRQILGRLKEGNSAGKESSAKAESNOTTPAQRQTASLEEESSOALSPAIRR 
61- LEOEGTTVTSRQILGRLREGNSAGKETSAKSEEKASTPAQRQQASLEEQNNOALSPAIRR 
121 * LIAEHNLDAAQIKGTGVGGRLTREDVEKHLANKPQAEKAAAPAAGAATAQQPVANRSEJCR 
121" LLAEHNLOASAIKGTC^GGRLTREOVEKHLAI^PAKE.-SAPAAAAPAAQPALAARSEKR 
181 ' VPMTRLRKRVAERLUEAKNSTAMLTTFNEINMKPIMOLRKQYGOAFEKRHGVRLCFMSFY 
179" VPMTRtRKRVAERLLEAKNSTAMLTTFNEVKMKPIMOLRKQYGEAFEKRHGIRLGFHS FY 
241 • IKAWEALKRYPEVNASIOGEOWYHNYFDVSIAVSTPRGLVTPVLROVDALSMAOIEKK 
239" VKAWEALKRYPEVNASI0G0OWYHNYF0VSMAVSTPRGLVTPVLROV0TLGMAOIEKK 
301 ' IKELAVKGR0GKLTV00LTGGNFTITNGGVFGSLMSTPIINPPQ5AILGMHAIK0RPMAV 
299" IKELAVKGROGKtTVEOLTGGNFTITNGGVFGSLMSTPirNPPQSAILGMHAIKDRPMAV 
361 • NCQWILPWIYLALSYOHRLIDGRESVCYLVAVKEMLEOPARLLLOV 
359- NGQVEILPNMYLALSYOHRLIOGRESVGFUVTIKELLEOPTRLLLOV 



Fig. 3 



C95.1X 7 41 aa] 

1 ^LHEYQAKQL FARY GMPAPTGYACTTPREAEEAASKIGAG 

I" MNLHEYQAKQLFARYGLPAPVGYACTTPREAEEAASKIGAGPVYWKCQVHAGCRCKAGCV 
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C97.435 / 39 aa] 
1 * 

181" PLIOSROTETOSRLOCLSOAFSVFRCHSIMNCVSVCPKGLNPTRAI 



•^!^5"!f^5Y!Y? PKGLNPTRAICHIKSMLL Q RSA 

GHIKSMLLQRNA 
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